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Investigation of the regulatory mechanism of the host factor pp32 for
spiecies-adaptive stimulation for influnza virus replication
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In this study, we performed structural analyses to clarify the activation
mechanism of host factor, pp32 which regulates the genomic RNA replication of influenza virus, as
follows.

By domain analyses using human pp32 protein, essential regions for the activation of the viral RNA
replication and also, interaction with viral RNA polymerase were determined. Further, a partial
crystal structure of pp32 were newly determined in this study, and several point mutants of pp32
were designed and constructed based on the crystal structure. As the result of evaluating the
stimulation activity of the point mutants of pp32 employing cell-free viral RNA replication assay,
certain point mutants of pp32 were shown to be defective on the stimulation activity. These line of

these point mutant analyses would provide a important clue for understanding the mechanism of
stimulatory activity for the influenza viral RNA replication by the host-derived factor pp32.
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