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Analysis of Hazara virus growth machanism as a surrogate medel for Crimean-Congo
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Hazara virus(HAZV) is closely related to Crimean-Congo hemorrhagic fever
virus(CCHFV). However, it is non-pathogenic to humans, making it a suitable model to study CCHFV. We
first generated monoclonal antibodies against HAZV. In this study, we found that HAZV infection
caused apoptosis, and N protein prevented it. We also established an infection model system in vivo,
using embryonate chicken eggs. Furthermore, we made a minigenome system for HAZV to study the
contributions of promoter elemetens within the genomic ends for viral RNA synthesis.
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