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Metagenomic analysis of bacterial flora in the bile of patients with gallbladder
cancer or cholelithiasis and verification of bacterial infection history
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To elucidate the association between bacterial infection and developing
gallbladder cancer (GBC), we examined the bacterial flora in the bile of patients with Indian GBC
and chronic cholelithiasis (CC) using metagenomic analysis. Furthermore, serum or plasma antibody
titers were measured to clarify the association between Salmonella typhi and paratyphi or
Helicobacter pylori infections and developing GBC.

Streptococcus anginosus group bacteria were specifically detected in the bile of GBC patients,
suggesting a relationship with the development of this disease. Although a relationship between
Salmonella typhi infection and developing GBC was observed, no association between Helicobacter
pylori infection and developing this disease could be confirmed.

Additional studis are needed to verify the association between the bacteria with specifically
detected in the bile of GBC patients and developing this disease.
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Streptococcus anginosus 20 (67)

Limnobacter thiooxidans strain CS-K2 12 (40)

Streptococcus anginosus subsp. whileyi strain CCUG 39159 9 (30)

Actinomyces bowdenii strain M1327/96/1 8 (27)

Dialister invisus strain JCM 17566 8 (27)

Scardovia wiggsiae strain C1A_55 8 (27)

Streptococcus mutans strain NBRC 13955 8 (27)

Sulfurimonas gotlandica strain GD1 8 (27)

Actinomyces israelii strain JCM 12964 7 (23)

Alkaliphilus peptidifermentans strain Z-7036 7 (23)

Streptococcus constellatus subsp. pharyngis SK1060 = CCUG 46377 7 (23)

Actinomyces gerencseriae strain 2-606-032 6 (20)

Streptococcus intermedius strain 1877 6 (20)

Olsenella profusa DSM 13989 5(17)

Prevotella melaninogenica ATCC 25845 5(17)

Pseudomonas punonensis strain LMT03 22 (73)

Pseudomonas fluvialis strain ASS-1 7 (23)

Tuberibacillus calidus strain 607 6 (20)

Aeribacillus composti strain N.8 5(17)

Laceyella sediminis strain RHA1 5(17)
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