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Hepatocellular carcinoma (HCC) is still refractory, and the development of
new therapy is required. In this study, we examined the suppressive effect of genes that increase
cell size (Largen) on HCC for developing new therapies.

First, we created transgenic mice having Largen and examined whether the HCC development was
suppressed or not in these mice. HCC development was suppressed significantly compared to normal
mouse. Next, metabolome analysis was performed to elucidate the mechanism, which revealed that the
suppression was caused by dramatic changes of metabolism in tumor tissue induced by Largen
expression. Similar results were obtained in in vitro experiments using HCC cell lines. Our results
suggest that Largen might be very useful to suppress the development of HCC. In the future, the
development of novel tumor metabolism inhibitors targeting Largen is expected.
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