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Analysis of the effects of dysbiosis due to high fructose diet on liver
inflammation, carcinogenesis, and cancer progression

Tanoue, Shiroh
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Hepatocellular carcinoma is a typical inflammatory carcinogenesis that
occurs against the background of chronic hepatitis and cirrhosis. In this study, we investigated the
effects of abnormal intestinal flora composition (Dysbiosis) on fatty liver and
hepatocarcinogenesis, and on the intestinal barrier function using fatty liver model mice due to
fructose and excess lipid intake. In the fucurtose overdose group, intestinal permeability was
increased and concentration of Lipopolysaccharide (LPS) in the portal vein tended to be high, and
intrahepatic precancerous lesions were increased. These results suggested that the intestinal
barrier dysfunction caused by the difference of diet content might influence hepatocarcinogenesis.
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