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Identification of novel genetic factors and genetic risk assessment models for
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Recently, it was reported that a single nucleotide polymorphism (SNP)
rs17047200 located within the intron of TLL1 gene was associated with development of hepatocellular
carcinoma (HCC) after eradication of hepatitis C virus (HCV). As a result of our study, we observed
protective tendencies of rs17047200 T allele for the risk of HCC development in SVR patients as well

as chronic HCV patients and chronic HBV patients. We also observed a similar tendency for the risk
of fibrosis severity in SVR patients.
The SNP in PLPNA3 is the most famous genetic factor which confers susceptibility to nonalcoholic
fatty liver disease (NAFLD) and nonalcoholic steatohepatitis (NASH). Our findings revealed that SNPs
of PNPLA3 and neighbor genes were associated not only to NAFLD/NASH susceptibility, but also to HCC
development with stronger effects than those for NAFLD/NASH susceptibility. In addition, a novel
candidate SNP which causes T94A substitution in FABP1 might affect NASH/NAFLD-related HCC.
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