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analysis of novel transcript variant of tyrosine kinase gene in small cell lung
cancer using the NanoString nCounter
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Small-cell lung cancer (SCLC) accounts for 15% of all lung cancer cases and
is a highly lethal disease. Molecular targeting therapy for SCLC has not been established, and novel
therapeutic strategies are urgently needed. In this study, we conducted comprehensive analyses by
the NanoString nCounter for 93 tyrosine kinase genes using RNAs from various SCLC cell lines. We
identified novel transcript variant of TK gene A by the NanoString nCounter analysis and RNA
sequencing. Furthermore, SCLC cell line X harboring novel transcript of TK gene A was highly
sensitive to the specific TK inhibitor. These findings suggest that this novel transcript variant of
TK gene A may be target for SCLC treatment.
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