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A search for molecules that regulate the function of Slc22al8, an orphan
transporter associated genetically with fat accumulation
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We have previously identified SLC22A18 as a key molecule related to visceral
fat accumulation, a major underlying cause of the Metabolic Syndrome. In the current study, we
searched for physiological intrinsic substrates for SLC22A18 as a possible transporter by
integration of the results of both uptake experiments with overexpressing cells and metabolome
analyses. According to the results obtained with both genetically engineered animals and cultured
cells, bilirubin was thought to be the strongest candidate substrate, but the overall results with
overexpression of SLC22A18 alone did not support this hypothesis, indicating other possibilities
such as possible involvement of another molecule required for normal function of SLC22A18 in vivo.
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