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Functional analysis of circ/miRNA in malignant lymphoma
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Circular RNA is a circular non-coding RNA that adsorbs miRNA to
complementary sequences and causes abnormal expression. We identified several circRNA candidates
required for tumor cell maintenance, examined changes in their downstream miRNAs, and identified
circ-MTO1 as a circRNA whose expression is reduced in B-cell lymphoma. circ-MTOl adsorbs the
oncogenes miR-17 and miR-20. Therefore, It was speculated that the decreased expression of the
CircRNA causes an abnormal increase in the expression of miR-17 and miR-20, with the expression of
the tumor suppressor gene PTEN, which is the target protein of these miRNAs.
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