©
2017 2019

Hippo pathway

The analysis of gene mutation acquisition and chemotherapy resistant mechanism
by Hippo pathway of leukemia stem cells
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In human myeloid leukemia cell lines, we confirmed that expression of MST1/2

and LATS1/2 increased and phosphorylation of YAP and TAZ was enhanced by a rise in cell density.
In leukemic stem cell (LSC) like cells of KGla and KASUMI cell lines, and TF-1 cell line with MS-5
cell lines derived from mouse marrow interstitial cells, we confirmed that expression of MST1/2 and

LATS1/2 increased and phosphorylation of YAP and TAZ was enhanced.
We analyzed these LSC and non-LSC-like fractionation using Genechip, but the activation of WNT/(

-catenin and the TGF-f3 /Smads signal was not found.
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