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Transcriptome analysis for the fascia as a target organ in dermatomyositis
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Our previous studies showed by en bloc biopsy combined with MRI that
inflammatory cell infiltration progressed from the fascia into the muscle in patients with
dermatomyositis (DM). We aimed to investigate more highly expressed genes in the fascia of patients
with DM compared with polymyositis (PM). Frozen sections from biopsied tissues were divided into the

fascia and muscle, and total RNA was extracted from each tissue. The total RNA obtained from each
tissue was analyzed by RNA sequencing. No significant difference found in expressed genes in the
muscle between patients with DM and PM. We found that the levels of expressed genes including
chemokines and transcription factors were significantly higher in the fascia of patients with DM

compared with PM.
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