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Development of molecular biological diagnosis and treatment algorithm for
persistent EB virus infection after pediatric liver transplantation
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The primary infection rate of EB virus after pediatric liver transplantation
is about 60%, and the high EBV genome number often persists, which may lead to post-transplant
lymphoproliferative disease (PTLD), which is highly fatal. PD-1 (programmed cell death-1) receptor
is expressed on the surface of activated T cells. By measuring the expression level of PD-1
expressed by EBV-infected cells, it may be possible to identify the high risk group of PTLD onset. A
study was conducted with the aim of constructing a therapeutic algorithm for identifying the high
risk group of PTLD onset, and the combination of PD-1 positive rate in CD8+ T lymphocytes and Recent

thymic emigrants was useful.
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