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Analysis of brain metastasis specific role of macrophages in breast cancer
microenvironment
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Gene expression analysis was performed experimentally with the aim of
identifying molecules specific for breast cancer brain metastasis.
A brain metastasis model was established using EMT6, which is a mouse breast cancer cell line.
First, EMT6-WT cells were injected into the carotid artery of a mouse, and 4 weeks later, brain
tissue and lung tissue were collected, and the tissue was fragmented into cell suspensions and
cultured. EMT6 cells were confirmed by culture, and these were identified as brain metastatic cells
and designated as EMT6-Brl. EMT6-Brl cells were injected again from the carotid artery, and brain
tissue was cultured again to establish the second generation of EMT6 brain metastatic cells
(EMT6-Br2). RNA-seq of EMT6-WT and EMT6-Br2 cells identified scecific genes for brain metastasis. In
the future, we will analyze the functions of these genes.
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Heat map of the one-way Hierarchical Clustering
Color Key using Z-score for normalized value (log2 based)
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Gene expression profile of peripheral blood mononuclear cells in breast cancer patients may contribute to the identification
and the immunological classification of breast cancer patients by blood test.
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