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MicroRNA Precision Medicine

Stugylfor therapeutic strategy of pancreatic cancer using microRNA expresssion
profiles
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This study aimed to contribute to a novel therapeutic strategy and
stratification of cancer drug therapy by predicting the therapeutic effect and side effects of
postoperative adjuvant chemotherapy for pancreatic cancer using microRNA expression. Patients with
no recurrence for more than 5 years and patients with recurrence within 2 years were selected among
patients who received postoperative adjuvant chemotherapy after curative resection of pancreatic
cancer. The relationship between microRNA expression and clinicopathological factors, prognosis, and

therapeutic effect were investigated. A comprehensive analysis of microRNA expression revealed that
there was no significant difference in expression between the relapsed group and the non-relapsed
group and the miRNA expression profiles could not stratify the therapeutic effect of postoperative
adjuvant chemotherapy of pancreatic cancer.
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B I IAFS ClImER 3 HTARRE L. K3 HADNRELTIH LERESNTND, FEEEED 5 4F
AT SR TH Y i IR EORWENAE ChH 5, IRIFRITFEYIBRIN 235 —8IRTH 5 23,
UIBR% (R ROHRRE 2 SR T ERI 3 2 < TRIEYIBR S 72 EFI T FAUTHIR T O 5 FEFR N 10%
BELSDLNLTWD Z LD, itk OMBLFRIEDNIEFICEECTH 5, T, A TIEMHB
EFRIELE LT AV X BN EE SNIER & S-1 M 5 S NTJEfl %2 ki d 2 7 o & A1k
el aBR (JASPAC-01 588R) 23 ThoiL, S-1 B GRECEMFRENABEICEND Z EBNRE N,
LinL, BED & Z AP O MBI BB U 218D ECEIER 2 TR 534 4~
— I —IIFEEL TR, IBEDRE THITHZ LT, S-S 1R AV X e X itk
PRIE T RIBEN BN RIAD R UVERNIR LT, KVBEOE WL A OR G525 5
TR, BERORBEN TR END Z LT, O LY A 238 IR L CHEAOMERTREZ1TH =
CNAREIC R D L EZ B ND, ITHEDIHFIR T, <A 7 1 RNA LD X A 7RIS & - THA
DRBNS — 2 Zmd 2 EinD | RERBWSOH -2 A~ —h—& L CHERET 2 Al REtE s 4
SN, WEOER CIZAZ ) —=vF~—h—L LTOFAAMRHRE SN TWD, KIFFET,
~A 7 1 RNA % T OB 5 ORI ICEIEA 2 T35 Z & T, 3y
FE DO T2 72 IR CHEBINEICER T 5 Z N TE L0 TIE RV B X T2,
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~A 71 RNA ¥ R0 B % a— R L7 18~24 HHONTENE small RNA & UCTHRRE S,
1 B &AL+ DER B L ECHR G 4% O FHRRINH] 2 U T O BEHH-CHE R I B A | 2 H - T B,
BHE ORBZMICHAWSOND T 7 4 @l s b OBIGFEWIIREZETEND., ~A 7
2 RNA G~ VETENRT 7 0 a7y oy 7N THHEHZE L TRIFSNTWD Z &
O, INFE CREMMICIE > TERBINTBERBRERE Az L ha AT 7 ¢ 77T’ e T
HD, BIIBITD~A 7 v RNA RIS 7 X A FICL - TRRD Z Eon, BEREE O
PRGBS B U 72 A~ — I —RiRIR O & L CfFZE S LT D, ARFZE T, 1B 0B %
T TR OB AR W T~ 4 7 1 RNA ORI 21T\ e O B L R EE D
R LR PRI L2 R 2 R 2 E 2 B E Lz, PUEANCR T IR RC
BIVE 2 Y9 5 R+ % BE LESRERIRIT 2D 5 Z L Ic Lk » T, =4 7 1 RNA 25 L7
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~A 7 v RNA OFEH L ERFRETFRR T, TH&, IGHRR L OREMEZIRR L, fi b RGEICIE
L7t~ 7 7 RNA Z @54 5 72012 9 A ftiak DIERI 2 b xR 4&EK L T~ 7 1 RNA
DMEFRAIIFAT 21T o T2 B OIBEEIBRE (IR AT L A IRIE 2 AT > TEF OF 6 5 L E
R L TORVER & 2 FELINICHIE LIERI 2@ Lz, SHICHRE LT, IHERETH
% [ ML IR MERIE OJEGI 2425 2 & & Le, REWEIF ORIV~ VEENT 7 4
el 7 v RNA A O 7 LT — R &2fEl L. <A 7 1 RNA 3% &t RNA %
Pl U7z, st U7 RNAZWERER 21T » 728812, WG SOE T cDNA 265 L PCR 7 Lo
O TR BURIT 21T o 7o, BB — 2 &b LT, ¥4 7 1 RNA J3L L BN E A
T OB 2 FRE LT,
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[EESEE ORI EIBRIT L IR A B SRR 2 AT - T R B2 W CIRIZEEE S T3, U R Hilsi 72
L (NO) o Stage ISl it L7z, 20 inG FIREE (2 FELINOER) 6 6 & EHRERE (5
ELFIRFERE) 3, SHIARE (MR PN ILEDHRMEIEREG) 3 B2 58RI L. RERAOMRHT O %4 &
Lz, N7 4 AT oy 760 Lz RNA 1T, 2. A280/260, A230/260 % HIE LR
WOREL 7220557 LR LT, PCR 7 LA 12k 2 MEEHMNT 21T\, £ HER & JERE
DEICRIEDH S~ 7 1 RNA #FELE (1 1),

Cancer vs Control Group
Top 10 Up-regulated miRNA in Cancer Group

miRNA ID Fold Regulation p-value

hsa-miR-185-5p 272 1.21E-06

hsa-miR-21-3p 364 2.29E-04

e hsa-miR-103a-3p 279 3.01E-04

hsa-miR=21-5p 5.86 3.47E-04

| e . . hsa-miR-342-3p 3.79 4.05E-04

. . hsa-let-7i-5p 3.46 4.39E-04

hsa-miR-542-5p 4.24 1.53E-03

E L hsa-miR-485-5p 296 3.75E-03

- . -l hsa-miR-409-3p 745 4.02E-03

: . I - . hsa-miR-146a-5p 5.96 4.34E-03

g .

' o® % "o Top 10 Down-regulated MIRNA in Cancer Group

., miRNA ID Fold Regulation p-value

b - hsa-miR-217 -58.28 1.54E-07

e hsa-miR-130b-3p -4.54 7.88E-07

hsa-miR-216b-5p -51.09 1.38E-06

hsa-miR-218a-5p -38.03 4.77E-06

hsa-miR=141-3p -4.4 6.90E-06

cel-miR-39-3p 2.0 2.60E-05

) hsa-miR-148a-3p -8.77 3.16E-05

[. Upregulated @ Unchanged @ Downregulated hsa-miR-375 867 3.64E-05

hsa-miR-584-5p 2.2 1.16E-04

hsa-miR-338-3p -5.38 1.39E-04

Log2{Fold Change: Cancer/Control Group)

E|1 BEE & EEEEMESICEH O SmiRNAR TR RO LE

FEREIE B CHBLASTHE L TV % miRNA D% [T O RLE L OMERICIZER @ < Z &
WEINTWD, £72, BEMEF L T2 miRNAIZOWT S T T L, EEIMHIICiE
MT 22 endmESNTND, Fox OBFTRERIZEEHR E FE LRWFERTH Y | BERIES] OfEHT
DU VEIIMER ST E B DD, e TR & AR THRIAEZDOH DS~ A 7 1 RNA
ERFR LT, RO~ A 71 RNA TEEENHZ LGNS, WTRbAEREIGONRN-T
(X 2),

Recurrence vs No recurrence Group

- . Up-regulated miRNA in Recurrence Group
. miRNA ID Fold Regulation p-value
hsa-miR-195-3p 228 0.078
- hsa-miR-493-3p 2.62 0.096
. hsa-miR-346 238 0.120
- hsa-miR-146a-5p 2.02 0.160
- hsa-miR-192-5p 221 0.346
E o ® hsa-miR-194-5p 2.28 0.378
g o hsa-miR-215-5p 3.44 0.489
g ! e o
j . ° Down-regulated miRNA in Recurrence Group
e miRNA ID Fold Regulation p-value
hsa-miR-187-3p -2.8 0.171
hsa-miR-205-3p 21 0.316
hsa-miR-608 -2.13 0.380

#® Upregulated @ Unchanged @ Downregulated

Logz{Fold Change: CancerfControl Group)
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AHFFE D HEFREAVIRIT LIRS R 2 EHE T 5~ 4 7 1 RNA ORIEITIZES 2o =, HEEN
FENT AT S TIEBIBNIRE SN2 & & BEHORERMNEEL- B2 005, BEHO
FREIL, JRELEAREIT © T3NO, Stage HIER 238 L7z, Z ORUIMNEOFERENEH S, U
VR EMETH D Z Lo HFEMANIZHRE OB M ML R REE ST 2 0 I s #E L
WEETH D, SIS BIMBMBMEFRIEC L 2R ETHIL 9 D~ 7 1 RNA Z[FET D2
ET. S DHENZ LD ENTREN D RETITIRE O & WO MBI L ZEEOEAZBH L,
TP EN RIAENHEEZIE S-1 ZIGT 5 &V ) TREHIS 2 40E L TR 21T o 72, BRIR
MICEEOLLBEHTHD Z D, SHBITRIZEL p EOSME2ED Tt~ 7 7 RNA
R L, SERIE A O TR RICBEE L~ A 7 1 RNA 240 IAA T MENH B &
EZ2TWD,
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