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Identification of moleculamarkers for predicting recurrence pattern of
glioblastomas

Sonoda, Yukihiko
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We analyzed 153 cases of primary ?Iioblastoma to identify molecular markers
associated with pattern of recurrence. TERTp-mutant glioblastoma was strongly associated with
multifocal/distant lesions. TERTp mutations, the expression of CD133, and PTEN deletion were
significantly associated with multifocal lesions. TERTp mutations were positively correlated with
EGFR amp/gain, CDKN2A deletion, and PTEN deletion; however, these mutations were negatively
correlated with PDGFR amp/gain, CDK4 gain and TP53 deletion. Less aggressive glioblastoma with
TERTp wild type may be a distinct clinical and molecular subtype of IDH wild type GBM.
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