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Glioma liquid biopsy of serum and cerebrospinal fluid using digital PCR and
next-generation sequencer
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The aim of this research is to develop liquid biopsy for glioma using
high-sensitive digital PCR. We extracted cell free DNA (cfDNA) from serum and cerebrospinal fluid
and analyzed mutation and DNA methylation to achieve less-invasive diagnosis, early detection of
recurrence and identification of biomarker. IDH1 mutation and TERT promoter mutation was identified
with high sensitivity and specificity from cfDNA of glioma cases. Next generation sequencer (NGS)
analysis of tumor DNA identified hypermutator phenotype and temporal heterogeneity of the glioma.
Higher quality of tumor-derived circulating DNA was needed for liquid biopsy using NGS.
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