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Functional analysis of miR-218 intra-articular administration to chondrocytes

for osteoarthritis of the knee
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The expression of microRNAs (miRNAs) has been reported to be involved in the
development and progression of osteoarthritis (OA) and has attracted much attention as a diagnostic
marker and therapeutic target. miR-218 was shown to be significantly up-regulated in chondrocytes

derived from OA patients compared to normal chondrocytes. We had also shown that overexpression or

suppression of miR-218 regulated the expression of RUNX2 in normal chondrocytes. Furthermore,

LPS-stimulated induction of normal chondrocytes resulted in concentration-dependent expression of

miR-218 and RUNX2, while inhibition of miR-218 reduced RUNX2. These results suggest that targeting

miR-218 in OA has the potential to prevent and improve OA progression.
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