©
2017 2019

Elucidate the functional RNA network in castration-resistant prostate cancer and
therapeutic approach
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Tumor suppressor genes induce up-regulation of oncogenes, which promote
aggressiveness of castration-resistant prostate cancer (CRPC). Micro-RNAs repress expression of
target genes, especially oncogenes in CRPC. To find out oncogenes which have important roles in
progression of CRPC makes us possible to inhibit progression, invasion, and metastasis in CRPC. We
previously reported that miR-455-5p is down-regulated in progressive PCa. We have found out the 8
possible target genes of miR-455-5p. The expression levels of Pirin was most increased in CRPC and
the expression levels are repressed by miR-455-5p. miR-455-5p might a prognositic factor of
progressed PCa and inhibition of expression of Pirin might be a therapeutic strategy in progressed
PCa and CRPC.
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Figure 2. [dentification of miR-29a-3p target genes and relationship between NCAPG and clinicopathological factors, {A) Flowchart of the strategy
for identification of miR-99a-3p target genes. (B) Kaplan—Meier patient survival curves for disease-free survival rates based on MCAPG expression in
patients with PCa from TCGA database. (C) According to TCGA database, the expression levels of NCAPG were significantly increased in cases of
advanced T stage, advanced N stage, and high Gleason score. *P <0101, **P < 0.001, and ***F < 0.0001.
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