©
2017 2019

non-cording RNA

Noncodin? RNA expression profiling in mouse PTEN-deficient prostate cancer as a
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DE VELASCO, Marco

3,600,000

NCRNA
RNA
processing wild type
NEAT1 ncRNA NEAT1
AACR JCA

CRPC
AR

We previously showed that androgen withdrawal led to increased alternatively

spliced products in our originally established mouse prostate tumors. Here, we perform gene
expression analysis this mouse prostate cancer model to identify candidate mRNA processing genes
implicated in the progression to castration-resistant disease. Affymetrix GeneChip mouse
transcriptome assay to perform comparative analysis of the transcriptomes of normal prostate tissue
and PTEN-deficient castration-na&iuml;ve, castration-sensitive prostate cancers. Clustering analysis
revealed genes enriched with the functions involved in mRNA splicing and processing in mice with
prostate tumors. OF these. We focused on NEAT1 encoding nuclear paraspeckle assembly transcript 1

and investigated anti-tumor effects using our mouse prostate cancer model. A part of the date was
reported at JCA and AACR meetings.
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List of top upregulated and downregulated ncRNA transcripts in mouse castration-naive PTEN-

deficient tumors
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