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Investigation of pathophysiology and biomarker discovery for prostate cancer in
the lipid-deficient hypoxia microenvironment
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It is known that hypoxic condition together with depletion of nutrients such
as lipids or glucose deteriorates along with development or progression of tumors. Therefore, we
planned to obtain tumor markers that can estimate the degrees of tumor progression as genes which
expression were synergistically and specifically elevated by hypoxia and nutrient depletion. We
obtained GPCR-X (provisional name) gene as one of such markers for prostate cancer by genome wide
gene expression screening using LNCaP human prostate cancer cells under hypoxia and lipid depletion.
We urgently tried to obtain an antibody for GPCR-X in fail, but by in situ hybridization we
demonstrated the mRNA of GPCR-X actually existed in the surgically removed prostatic cancer cells.
We maid GPCR-X gene knockout LNCaP prostate cancer cells and identified genes that may collaborate
with GPCR-X by genome wide gene expression analyses.
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