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The investigation of the patholo?y of infectious recurrent pregnancy loss by
microbiota analysis of genital flora by 16S rRNA gene sequencing.
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Cervical mucus and vaginal secretions were collected from a total of 119
cases in the RPL group and 39 cases in the control group. Microbiota analysis was performed using a
next-generation sequencer from these 316 samples. When comparing the patients and control groups,
the richness of bacterial flora was significantly lower in the patient group.Phylum Firmicutes tend
to occupy a large proportion of the phylum in patients group, and phylum TM7 is predominantly in
the control group. The results show that the bacterial flora of the reproductive organs is rich in
variety for the continuation of pregnancy and that the increase in the number of bacteria belonging
to phylum Firmicutes may cause a miscarriage, and that the phylum TM7 may have some role of the
continuation of the pregnancy. The paper is currently being prepared for submission.
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