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The study for development of prediction method of placental adhesion, using
cell-free DNA in maternal blood

Koide, Keiko
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We have analyzed five DNA methylation profile sets of villous DNA and
cell-free DNA from the women of the 5th day of postpartum to discover some genes which DNA
methylation rate of cell-free DNA in the women of the 5th day of postpartum and of villous DNA are O
% and 100%, respectively.

Using blood from pregnant women in 32 weeks of gestation who had diagnosed with placenta previa,it
will be verified whether placenta-derived cell-free DNA volume measurement can be a clinically
applicable, pre-delivery adhesion placenta prediction method.
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