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Sleeping Beauty Transposon mutagenesis screen for identifying driver genes in
uterine leiomyosarcoma
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Uterine leiomyosarcoma is a rare malignant tumor with extremely high
aggressiveness. There are no standard treatments because the mechanism of its onset and metastasis
have not been clarified. We identified several candidate genes involved in sarcomagenesis and
hematogenous lung metastasis from a novel mouse model that developed uterine leiomyosarcoma by SB
transposon insertional mutagenesis. Using human uterine leiomyosarcoma cell lines, it was confirmed
that cell proliferation was suppressed, migration was reduced, and stemness was suppressed by
inhibiting candidate genes. In addition, it was confirmed that the candidate gene was highly
expressed in primary and metastatic tissues of human uterine leiomyosarcoma. The gene involved in
the development and progression of mouse uterine leiomyosarcoma identified by SB transposon
screening was shown to be a therapeutic target also in human leiomyosarcoma.
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Michiko Kodama, Kosuke Yoshihara, Aya Nakae, Kae Hashimoto, Seiji Mabuchi, Kenjiro Sawada, Tadashi Kimura.

In vivo loss of function screen with pooled shRNA library identifies KPNB1 as a new drug target for epithelial ovarian
cancer
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Michiko Kodama, Takahiro Kodama, Justin Y. Newberg, Jean C. Tien, Roberto Rangel, Aya Nakae, Kae Hashimoto, Seiji Mabuchi,
Kenjiro Sawada, Tadashi Kimura, Nancy A. Jenkins, Neal G. Copeland.

Sleeping Beauty transposon mutagenesis screen identifies cancer genes of uterine leiomyosarcoma driving sarcomagenesis and
lung metastasis.
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Sleeping beauty transposon insertional mutagenesis identified driver genes of uterine leiomyosarcoma.
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Sleeping Beauty transposon insertional mutagenesis screen of uterine leiomyosarcoma identified cancer genes driving
sarcomagenesis.
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Sleeping beauty transposon mutagenesis screen identified cancer genes driving sarcomagenesis and metastases of uterine
leiomyosarcoma
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