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Establishment of the prediction model on chemotherapy effectiveness in patients
with advanced ovarian cancer by serum or ascitic exosome-related molecules
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The study aimed to evaluate whether the pretreatment serum miRNA profile
with and without clinical factors could predict the progression-free survival (PFS) in patients with
advanced stage high-grade serous ovarian cancer (HGSOC) who underwent neoadjuvant chemotherapy and

whether the changes in the serum miRNA profile among pretreatment, under-treatment, and
post-treatment could predict the PFS of the patients.

The study also evaluated whether the serum miRNA profiles of propensity-score matched patients with
advanced stage HGSOC between those who underwent primary debulking surgery and neoadjuvant
chemotherapy could predict the PFS of patients who underwent each primary treatment. The selected
miRNAs were used to calculate the progression-free probabilities of each primary treatment to
designate the optimal primary treatment that could prolong the patients’ PFS.

RNA



miRNA
miRNA

miRNA

miRNA

miRNA

miRNA

miRNA

miRNA

miRNA

miRNA

miRNA



miRNA

MIRNA






