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structural biology-based translational research in diseases with a focus on
hereditary hearing loss
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In collaboration with the National Hospital Organization Tokyo Medical
Center, we analyzed data on various types of hereditary hearing loss collected from hospitals
throughout Japan, on the basis of structural biology. The target genes for this study are of various
types, including TECTA, PDZD7, OTOF, OPA1, NOG, KCNQ4, and so on. We conducted a multifaceted
analysis based on a computational chemistry method for the mutations of EDNRB and GJB2, which are
especially important, leading us to propose that a molecular pathogenesis mechanism causes
hereditary hearing loss.
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