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Clinical study of examining relation of oral bacteria and fundus bleeding
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We examined the association of oral bacteria and the fundus bleeding. The
presence of oral bacteria especially about Streptococcus mutans with the cnm gene and Porphyromonas
gingivalis with a fim Il type fimbria was judged by the PCR method from patients’ saliva samples.
The factors of these gene and fimbria are related with the onset of systemic disease. The cause of
the fundus hemorrhage was diabetic retinopathy, retinal vein occlusion, age relatied macular
degeneration and so on.

We found the rate of the cnm gene and fim fimbria positive higher particularly in the diabetic
retinopathy cases. Next, we collected and examined the samples of the three retinopathy stages with
control group. Finally, we found no relation with progress of diabetic retinopathy and the existence
of cnm gene-positive Streptococcus mutans and fim Il fimbria-positive Porphyromonas gingivalis.
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