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Genome-wide association study of keratoconus using several ethnic populations

Meguro, Akira

3,600,000

(P<5E-8)

Keratoconus is a non-inflammatory corneal disorder characterized by
progressive thinning of the corneal tissue, which can lead to severe visual impairment. The exact
etiology of keratoconus remains uncertain, but the disease is currently thought to be triggered by
various genetic and environmental factors. In this study, we performed a genome-wide association
study of keratoconus using Japanese and Korean populations. This study identified several
susceptibility loci, which showed genome-wide significant associations (P<5E-8) with keratoconus.
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