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Identification of bioactive peptides producing by A. actinomycetemcomitans
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Aggregatibacter actinomycetemcomitans (Aa) is a periodontal pathogen. To
identify new small ORF and small RNA in Aa, we performed a systematic search using RNAseq and
identified 18 sORF and 120 sRNA. None of the sORFs exhibited the homology with known
bioactive-peptides. The cytotoxicity and antimicrobial activity of the fractions extracted from
supernatants of Aa strains containing clinically isolates were not detected. The target prediction
of sRNAs showed the potential to regulate several virulence genes containing leukotoxin and

cytolethal distending toxin.
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Strain  Location Length Comment

HK1651 5138 6394 1257 Pseudogene
745715 746965 1251 Pseudogene
862347 863296 950 Partial ORF
871674 872924 1251 Pseudogene
969249 970196 948 Partial ORF
1444591 1445778 1188 Pseudogene
1598946 1600195 1250 Pseudogene

IDH781 30474 31728 1255 Pseudogene
56742 57995 1254 Pseudogene
958638 959895 1258 Pseudogene
1098055 1099312 1258 Pseudogene
1287804 1289063 1260 Complete
1533779 1535030 1252 Pseudogene
1855276 1856534 1259 Pseudogene
1979776 1981028 1253 Pseudogene

Table 1 Aa HK1651 &% UFIDH781IZ+ 17 1S3

IS IS
IS IS3 ORFA
Aa ORFA
Aa 1S3



Fusobacterium nucleatum

Fusobacterium nucleatum 15 16SrRNA PCR

Staphylococcus epidermidis

Saphylococcus epidermidis
Saphylococcus aureus
HPLC



1 1 0 0

Yuichi Oogai, Yasuhiro Gotoh, Yoshitoshi Ogura, Miki Kawada-Matsuo, Tetsuya Hayashi, Hitoshi 25
Komatsuzawa

Small RNA Repertoires and Their Intraspecies Variation in Aggregatibacter Actinomycetemcomitans 2018

DNA research 207-215

Dol
10.1093/dnares/dsx050

Novel bacteriocin producing Stapylococcus epidermidis active against nasal commensals

93

2020

Distribution and expression of insertion sequence in Aggregatibacter actinomycetemcomitans

92

2019

Aggregatibacter actinomycetemcomitans small RNA

91

2018




(Kawada-Matuso Miki)

(20527048) (15401)
(Komatsuzawa Hitoshi)
(90253088) (15401)




