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i To_investigate the antitumor activity of interferon-inducible chemokines, we
established stable cell lines transfected with expression vectors of CXCL9 (Mig), CXCL10 (IP-10),

and CXCL11 (I1-TAC) into the mouse squamous cell carcinoma cell line, SCCVII, and examined the effect
of these chemokine-expressing cell lines on tumorigenesis after transplantation into nude mice.

These results indicate that CXCL9 and CXCL11l suppressed tumor growth via the cytotoxic effect of
infiltrated NK cells and growth inhibitory effect of vascular endothelial cells. In addition,

infiltration of F4/80-positive cells was suggested to be involved in the suppression of
tumorigenesis.
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Anti-tumor effects of interferon-inducible chemokines against mouse squamous cell carcinoma cells in mice
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