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Identification of causative gene with odontoma
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It is possible to advance the medical care more systematically, if the
responsibility gene is clear in the dental care of the patient who suspects the gene disease.
However, not all patients with the disease have a genetic diagnosis. The next-generation sequencer
enabled the determination of personal whole genome sequences by adopting a completely different
sequencing principle from the conventional one.

We i1dentified causative genes by whole-genome analysis with next-generation sequencers for patients
presenting with multiple odontomas and characteristic dental morphological abnormalities.
Furthermore, pulp stem cells were established from the extracted teeth.
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