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Analysis and identification of microRNAs and target genes related to bone
formation and vascular calcification
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MicroRNAs (miRNA) are class of evolutionally conserver small non-cording

RNAs shown to predominantly negatively regulate gene expression by promoting degradation or
suppressing translating of target mRNAs. It has been reported that muscle and bone interact locally
or humorally via blood. Additionally, it has been reported that arteriosclerosis progresses by
actively calcifying blood vessels in a process similar to bone formation. In this study, we
elucidated angiogenesis and bone formation / ossification-related genes and their regulatory miRNAs
in the masseter muscle whose expression were altered due to decreased masticatory performance.
As a results of microarray analysis and integrated analysis, we found that miR-181c-5p, miR-218a-5p,
and miR-335 in the rat masseter muscle simultaneously suppressed the expression of several target
angiogenesis and bone formation / calcification-related genes due to decreased masticatory
performance.
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