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Development of robust clustering method for cytometry data obtained under
different measurement conditions

Osaga, Satoshi
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I suggested an automatic classification method for cell populations in flow
cytometry dataset with consideration of samplewise variability caused by differences of measuring
conditions. My method was applied to both artificial and actual flow cytometry data and confirmed to

be effective when data were two-dimensional. However, for data of about 10 dimensions, usually
obtained by flow cytometry, a parameter estimation of the proposed model did not converge, and
proper classification was not possible.
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Cron A et al. Hierarchical Modeling for Rare Event Detection and Cell Subset Alignment
across Flow Cytometry Samples. PLOS Comput Biol. 2013;9:e1003130.
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Nonparametric Bayesian method for clustering of cytometry data obtained under different measurement conditions for each
sample
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