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Structural analyses of "abnormal™ structures of histone proteins induced by DNA
damage using synchrotron radiation circular dichroism spectroscopy

lzumi, Yudai
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This work revealed that the ?Iobal structural changes in histone H3 proteins

induced by lysine-4 or -9 mono-, di-, and tri-methylation, which are part of the critical
post-translational modifications for DNA damage responses, using synchrotron radiation circular
dichroism spectroscopy. The structural alterations occurred at residues not only close to but also
distant from the methylated sites. These alterations would regulate the interactions between
modified histones and other molecules and play an important role in DNA damage responses.
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