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The molecular mechanism of epigenomic regulation by maternal nutritional status
in placenta.

Funahashi, Nobuaki
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The DOHaD hypothesis is being established that low birth weight is high risk
of metabolic syndromes after growth. The underlying molecular mechanism is unknown. Here, we

performed a comprehensive gene expression analysis on microarray using the placentas with high and
low value of both birthweight and placental weight. The placentas of high value of both birthweight
and placental weight was increased expression of 38 genes and was decreased expression of 69 genes
as compared with the placentas of low value of both birthweight and placental weight. Thus, we
identified several genes that gene expression levels related to birthweight and placental weight. In
this future, we will investigate relationship among transcriptional regulation mechanism of
identified genes, nutrient, and epigenetic regulation including to DNA methylation.
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