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Screening of novel markers for drug sensitivity in clear cell renal cell
carcinoma with deep kinome profiling
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We performed primary culture from surgical tissues of clear cell renal cell
carcinoma (ccRCC), and succeeded in cloning 25 cell lines. 11 clones out of the 25 cell lines were
subjected to measurement of drug sensitivity asssay to Sunitinib, Axitinib, Everolimus, and
Cabozantinib. We obserbed various patterns of drug sensitivity between each cell clone.

We conducted proteomic and phosphoproteomic analysis of the 10 clones of ccRCC primary cell lines.
We identified 6,486 proteins and 33,652 phosphosites (including 21,407 class-1 sites) from the
primary cell lines.

We further plan to integrate the proteomic and phosphoproteomic data, and calculate kinome activity
profiling. Comparison of the kinome profiling will reveals modulated phosphosignalings that are
speciific to resistant groups, and lead us novel candidates as markers for drug sensitivity. We
further plan to perform functional analysis of those candidates in cell lines by using SiRNA or
CRISPR/Cas9 system.
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