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Identification of novel biomarkers and therapeutic targets for refractory
malignant solid tumors by comprehensive omics analyses
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Lung squamous cell carcinoma_(LSCC), small cell lung carcinoma (SCLC) and
triple-negative breast cancer (TNBC) remain challenging diseases to treat, and further improvements
in prognosis are dependent upon the identification of LSCC/SCLC/TNBC-specific therapeutic biomarkers

and/or targets. To identify novel prognostic markers/therapeutic targets for LSCC/SCLC/TNBC, omics
analyses were conducted using surgical/pathological specimens and clinical data obtained in Gunma
University Hospital, thousands patient’ s data from public database, cancer cell lines and mice.
Expression of STMN1 or STXBP4/A Np63 in LSCC, STMN1 or TRIT1 in SCLC and CASP14 or CPA4 in TNBC
were identified as potential prognostic markers/therapeutic targets and could afford keys to the
development of precision medicine for LSCC/SCLC/TNBC patients.
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