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Mechanisms underlying the p53-nucleosome interaction
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In eukaryotic cells, DNA binds with histones and forms nucleosome. p53, the
principal tumor repressor, can bind to the nucleosome and recognize the target DNA sequence on the
nucleosome. In this project, we found that the N terminal region of p53 facilitates p53-nucleosome
binding and this region directly binds to the histone. These findings contribute to understanding
the mechanism that represses the tumor via p53-nucleosome interaction.
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