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My research focused on an immune gene called major histocompatibility
complex (MHC) in Japanese frogs. MHC receptors recognize specific antigens and are important for
adaptive immunity. The deadly chytrid fungus is killing many frogs worldwide, but frogs in East Asia

seem to be resistant.

I investigated MHC gene expression in tadpole skin in Rana ornativentris and Xenopus frogs, and
found that MHC and immune genes have increased expression after the mid-tadpole stages. 1 also
generated cDNA library from 12 Japanese frog species to understand more about their immune genes,
especially MHC sequences. Using computational analyses, | found evidence that MHC alleles from the
12 species share some similar physicochemical ﬁroperties, despite species divergence millions of
years ago. This supports that MHC genes were shaped by evolution and possibly in response to a
common pathogen like the chytrid fungus.

MHC frogs immunogenetics
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