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Mechanisms for phase separation of RNA-induced nuclear bodies
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Among long noncoding RNAs (IncRNAs) transcribed from vast majority of
mammalian genomes, a class of them plays an essential role in construction of nuclear bodies. We
analyzed paraspeckle nuclear body constructed by NEAT1 IncRNA as a model to investigate how the
IncRNAs dictate their functions. We identified that several NEAT1 RNA domains determine NEAT1
stability, isoform switching, and paraspeckle formation through phase separation. Especially, the
middle domain of NEAT1 has an essential role in the formation of phase-separated paraspeckle by
interacting with partner RNA-binding proteins.
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