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Search for epigenetic modifications and regulators on the mechanism of the
discrimination between genes and transposons
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Eukaryotes accurately identify differences between genes and transposons,

and add different chromatin modifications to control transcription. This discrimination is essential
for proper development and genome maintenance, but the mechanism was unknown. To answer this
question, we used molecular genetics and epigenomics to observe the process of loss and
reconstruction of Arabidopsis repressive epigenetic information. As a result, the recovery of
repressive modification in the transposon was correlated with CG methylation near the transcription
start site and the localization of histone variant H2A.W, suggesting the involvement of these
factors in the repressive modification target identification mechanism. These results were published
in Nature Plants.
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