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Two kinds of specificities essential for mono-ADP-ribosyltransferase reaction.

YOSHIDA, Toru

3,500,000
ADP
DNA ADP GDP  ADP SCARP
SCARP GDP ADP
DNA
DNA ADP
ADP
ADP
ADP

ADP-ribosylation is an important post-translational modification of protein.
However, recent researches show that DNA is also ADP-ribosylated. ScARP from Streptomyces
coelicolor ADP-ribosylates guanine. In this study, | revealed how ScARP recognizes GDP using X-ray
crystallography. The ternary complex structure of ScARP, GDP, and NAD show that the recognition
mechanisms of protein and DNA are common.
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