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Cas9 bound with single-guide RNA (sgRNA) cleaves its target DNA sequence
depending on the sgRNA"s sequence. Because of this Cas9"s property, Cas9 is widely utilized for the
genome editing tool. In this study, we revealed using single-molecule FRET technique that dynamic

fluctuation of HNH domain (Cas9"s nuclease domain) is important for DNA cleavage activity of Cas9.
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