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Elucidation of flagellar/ciliary assembly mechanism by tubulin polyglutamylation
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To investigate the function of tubulin polyglutamylation in flagellar
assembly, I analyzed a novel Chlamydomonas mutant ssall lacking a protein homologous to mammalian
polyglutamylase TTLL6. When combined with the previously investigated tpgl mutant (lacking
Chlamydomonas TTLL9), ssall exhibited a dramatic reduction of axonemal polyglutamylation even more
than the tpgl, thereby causing a severe motility defect. Interestingly, ssalltpgl had slower
flagellar regeneration kinetics compared to wild type. This result suggests that tubulin
polyglutamylation affects the stability of axonemal microtubules.
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