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Transcriptional regulation of the mammalian Golgi stress response augmenting the
capacity of O-type glycosylation

Sasaki, Kanae
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Golgi stress response is an adaptive mechanism that compensates for the
overloaded function of the Golgi apparatus and maintains cellular homeostasis. In this study, to
clarify a novel response pathway against Golgi stress induced upon insufficiency of proteoglycan
(PG) glycosylation capacity in the Golgi (PG-Golgi stress), | performed experiments below.
Expression of glycosylation enzymes for PGs was induced by PG-Golgi stress.

Promoter analyses of genes encoding these glycosylation enzymes revealed the novel enhancer
elements, which regulate their transcriptional induction upon PG-Golgi stress.
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Human GLCE region-B TTTACARATTGGTC
Human GLCE region-A AAGGGGCGGGGAG
Human HS6ST1 region-C CAGGGGCGGACCG
O Human HS6ST1 region-D CCGGGGCGGGGCG

3 Centrol
b B 4MU-xyloside

Human NDSTZ region-E  CAGGGGCGGGGCG
1 kbp Human NDST2 region-F  CGGAGGCGGGACC [—

Human B3GAT3 region-G GCAGGGCGGAGCC E
Human B3GAT3 region-H CAGGGGCGGGGCC

Consensus  CAGGGGCGGGGCG - PGSE-A

H e La 1: Vector, 2: 1xCAGGGGCGGGGCC, 3: 3xCAGGGGCGGGGCC, 4: 1xCCGGGGCGGGGCC
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