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Elucidation of the molecular basis of immune response in plants
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Understanding the mechanism of defense response against pathogen challenge
not only leads to elucidation of the molecular basis of immune response of plants, but also leads to
the production of disease-resistant crops. However, it has not been clarified that what molecular
mechanism is stimulated in response to pathogen challenge. Our studies suggested that the SOG1
transcription factor, which plays a central role in the DNA damage response of plants, plays a

crucial role in the defense response to pathogens.
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