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The study of the universal evolutionary mechanism of the sex-determining gene by
analyzing three medaka species whose sex-determining gene is Gsdf.
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In the genus Oryzias, the sex-determining gene (SD genea were frequently
changed The purpose of this study was to clarify the universal evolutionary mechanism of the SD gene
by analyzing three medaka species whose SD gene is Gsdf.
In Oryzias latipes from Nagasaki population, the SD gene GsdfneoY was appeared by the insertion of
the LTR retrotransposon in the upstream region of Gsdf. Furthermore, the SD gene took over the
existing SD cascade by acquiring autonomous high expression independent of the old SD gene Dmy.
Although the other two species have different responsible sequences of SD gene, these SD genes
utilize existing SD cascades. These results suggested a common molecular mechanism for the
appearance of the SD gene.
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DNA PCR DNA KAPATag EXtra PCR Kit
(NIPPON Genetics, Tokyo, Japan)
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RNAlater (Thermo, Kanagawa, Japan) RNA NucleoSpin® RNA
(Takara, Shiga, Japan) Total RNA 5>=Prime Script RT Master Mix
(Takara, Shiga, Japan) cDNA RT-gPCR SYBR® Green I Master (Roche,

Indianapolis, USA) LightCycler® 480 System (Roche, Indianapolis, USA)
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