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Elucidation of the mechanism of potato common scab resistance by omics analysis.
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Genome-wide SNPs was obtained from 20 resistant and 20 susceptible lines to
potato common scab, which were selected from the progenies of Yukirasha (Resistant) and
Nagasakikogane (Susceptible). Among those genome-wide SNPs, 26 SNPs loci on four chromosomes were
correlated with resistance. Analysis of tuber epidermis bacteria diversity showed that the microbial

diversity was higher in the resistant strains. Metabolomic analysis of leaves revealed that the
content of two metabolites was significantly different between the resistant and susceptible lines.
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