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A datamining approach for genotype-phenotype correlation analysis
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In this study, we proposed a datamining approach using public life science
databases for genotype-phenotype correlation analysis. We performed to test our phenotype prediction
model for dataset of model disease by cross-validation method. In the result, our prediction model

obtained high prediction accuracy.
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Tablel. -
Predictors Effect site Description  Genotype-phenotype correlation
Localization Whole The missense mutations in the pore regions were associated

Absolute value Pore
changes of IE

Value difference S1-$4
of HP
Value difference S1-$4
of PR

Vaue difference  Whole
of P S1-$4

with SIREE phenotype than mutations in other regions.

The absolute value change of |1E were significant difference between
SIREE phenotype and GEFS+ phenotype.

Compare with SIREE phenotype, the GEFS+ phenotype has significant
low value difference of P.

Compare with SIREE phenotype, the GEFS+ phenotype has significant
low value difference of PR.

Compare with SIREE phenotype, the GEFS+ phenotype has significant
high value difference of P.

Compare with SIREE phenotypes, the GEFS+ phenotype has
significant high value difference of P.

| E:isoelectricpoint; HP:hydrophobicity; P:polarity; S. transmembrane segment.
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