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Acid-resistance systems in Candida glabrata
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Candida glabrata, a member of invasive candidiasis, is resistant to strong
acids (pH 2), passes through the stomach, resides in the intestinal tract, and exerts its
pathogenicity. However, the molecular mechanism of the strong acid tolerance mechanism in C.
glabrata was unknown at all. We newly found that the transcription factor RIM101 is essential for
the mechanism of strong acid resistance by screening using a unique C. glabrata gene-deficient
strain library (5,000 strains). Furthermore, the factors that function upstream and downstream of

RIM101 were identified by exhaustive analysis, and the entire mechanism of the strong acid tolerance
mechanism was clarified.
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