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Lytic enzymes that hydrolyze the cell wall of bacteria lyse and kill the
bacteria. The lytic enzyme Psm has a strong lytic activity specifically for Clostridium perfringens,
but its molecular mechanism is not well understood. Psm shows no lytic activity unless it binds to
C. perfringens. In this study, it was revealed that teichoic acid, which is a constituent of cell
wall, influences the binding of Psm. In addition, C. difficile is a problem in the medical field.
Therefore, the cell wall binding domain of Psm and the cell wall binding domain of the lytic enzyme
of C. difficile were recombined. However, the chimeric enzyme prepared this time did not show lytic
activity against C. difficile.
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